. For3 localization to the division site independent of cytokinesis and polarity mutants. Video 1. Contractile ring assembly from a band of Cdc12 nodes or node-like structures. Contractile ring assembly from a band of Cdc12 nodes or node-like structures in wt (left) and 503-cdc12 (right). The interval is 1 min in time-lapse confocal microscopy (UltraVIEW ERS; PerkinElmer). The intensity of 841-Cdc12-3YFP was lower and photobleached too rapidly to see ring formation clearly. This video corresponds to Fig. 3 B. Display rate is 8 frames per second (fps).
Video 2. Contractile ring assembly from a broad band of Rlc1-3GFP nodes. Contractile ring assembly from a broad band of Rlc1-3GFP nodes in wt (left), 503-cdc12 (middle), and 841-cdc12 (right). The SPB is also marked with Sad1-mEGFP. The interval is 30 s in time-lapse confocal microscopy (UltraVIEW ERS; PerkinElmer). This video corresponds to cells analyzed in Video 4. Contractile ring assembly and constriction. Contractile ring assembly (from a broad band of Rlc1-tdTomato nodes) and constriction in wt (left), 503-cdc12 (middle left), for3 (middle right), and 503-cdc12 for3 (right). The interval is 6 ± 2 min because of the time taken to autofocus at every third time point in tetrad fluorescence microscopy (UltraVIEW Vox CSUX1 system; PerkinElmer). This video corresponds to Fig. 5 (E and F) . Display rate is 8 fps.
Video 5. Visualization of Lifeact-GFP and Lifeact-mGFP during contractile ring assembly. The interval is 1 min in time-lapse confocal microscopy (UltraVIEW Vox CSUX1 system; PerkinElmer). This video corresponds to Video 6. Visualization of Lifeact-mGFP during the cell cycle. Visualization of Lifeact-mGFP during the cell cycle in wt (left), 503-cdc12 (middle left), for3 (middle right), and 503-cdc12 for3 (right). The interval is 10 min in tetrad fluorescence microscopy (UltraVIEW Vox CSUX1 system; PerkinElmer). This video corresponds to 
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